Supplementary Figure 1. Structure-based sequence alignment of selected flavivirus NS5 proteins. Identical or similar residues are colored in red. Completely conserved residues are colored in white and highlighted in red. Secondary structure elements are shown above the aligned sequences. Below the aligned sequences: the residues mediating SAH binding, inter-domain contact of ZIKV/JEV NS5, and interdomain contact of DENV3 NS5 are marked by green spheres, blue asterisks and red asterisks, respectively. Note that the residues corresponding to Y350 and R354 of ZIKV NS5 (magenta asterisks) are involved in the domain interactions of both ZIKV/JEV NS5 and DENV3 NS5. 
